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SEQUENCE LISTING 

110> Boldog, Ferenc L. ; 

Burgess, Catherine E.; 
Fernandes, Elma ; 
Ioime, Noelle ; 
Jeffers, Michael E . ; 
LaRochelle, William J.; 
Lichenstein, Henri ; 
Prayaga, Sudhirdas ; 
Rittman, Beth ; 
Shimkets, Richard A. ; 
Shimkets, Juliette B; 
Yang, Meijia 

<120> Treatment of Inflammatory Bowel Disease Using Growth Factors 

<130> 15966-557A (Cura 57A) 

<140> 09/992840 
<141> 2001-11-06 

<150> 60/246206 
<151> 2000-11-06 

<160> 28 

<170> CuraSeqList ver . 0.1 

<210> 1 
<211> 633 
<212> DNA 

<213> Homo sapiens 
<400> 1 

atggctccct tagccgaagt cgggggcttt ctgggcggcc tggagggctt gggccagcag 60 
gtgggttcgc atttcctgtt gcctcctgcc ggggagcggc cgccgctgct gggcgagcgc 120 
aggagcgcgg cggagcggag cgcgcgcggc gggccggggg ctgcgcagct ggcgcacctg 18 0 
cacggcatcc tgcgccgccg gcagctctat tgccgcaccg gcttccacct gcagatcctg 240 
cccgacggca gcgtgcaggg cacccggcag gaccacagcc tcttcggtat cttggaattc 300 
atcagtgtgg cagtgggact ggtcagtatt agaggtgtgg acagtggtct ctatcttgga 360 
atgaatgaca aaggagaact ctatggatca gagaaactta cttccgaatg catctttagg 420 
gagcagtttg aagagaactg gtataacacc tattcatcta acatatataa acatggagac 480 
actggccgca ggtattttgt ggcacttaac aaagacggaa ctccaagaga tggcgccagg 54 0 
tccaagaggc atcagaaatt tacacatttc ttacctagac cagtggatcc agaaagagtt 600 
ccagaattgt acaaggacct actgatgtac act 633 



1 



<210> 2 
<211> 211 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Pro Leu Ala Glu Val Gly Gly Phe Leu Gly Gly Leu Glu Gly 
15 10 15 

Leu Gly Gin Gin Val Gly Ser His Phe Leu Leu Pro Pro Ala Gly Glu 
20 25 30 

Arg Pro Pro Leu Leu Gly Glu Arg Arg Ser Ala Ala Glu Arg Ser Ala 
35 40 45 

Arg Gly Gly Pro Gly Ala Ala Gin Leu Ala His Leu His Gly lie Leu 
50 55 60 

Arg Arg Arg Gin Leu Tyr Cys Arg Thr Gly Phe His Leu Gin lie Leu 
65 70 75 80 

Pro Asp Gly Ser Val Gin Gly Thr Arg Gin Asp His Ser Leu Phe Gly 
85 90 95 

lie Leu Glu Phe lie Ser Val Ala Val Gly Leu Val Ser lie Arg Gly 
100 105 110 

Val Asp Ser Gly Leu Tyr Leu Gly Met Asn Asp Lys Gly Glu Leu Tyr 
115 120 125 

Gly Ser Glu Lys Leu Thr Ser Glu Cys lie Phe Arg Glu Gin Phe Glu 
130 135 140 

Glu Asn Trp Tyr Asn Thr Tyr Ser Ser Asn lie Tyr Lys His Gly Asp 
145 150 155 160 

Thr Gly Arg Arg Tyr Phe Val Ala Leu Asn Lys Asp Gly Thr Pro Arg 
165 170 175 

Asp Gly Ala Arg Ser Lys Arg His Gin Lys Phe Thr His Phe Leu Pro 
180 185 190 

Arg Pro Val Asp Pro Glu Arg Val Pro Glu Leu Tyr Lys Asp Leu Leu 
195 200 205 

Met Tyr Thr 
210 

<210> 3 
<211> 1828 
<212> DNA 

<213> Homo sapiens 
<400> 3 

ctaaaaaata tgttctctac aacaccaagg ctcattaaaa tattttaaat attaatatac 60 
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atttcttctg 


tcagaaatac 


ataaaacttt 


gtcccgggag 


cagaacccgg 


ctttttcttg 


aatgcaccgg 


ctcatctttg 


tctacactct 


cacttctgca 


accccgcaga 


gcgcatccat 


agatgagagc 


aatcacctca 


cagacttgta 


aaacggctac 


gtgcagagtc 


ctagattccc 


atggcggctt 


cactctcagg 


agaatacacg 


attagaggaa 


gcagaaaatg 


atatctgtag 


cgaaaccagt 


accattatta 


gaggacgatg 


aaaatcaaga 


acgaaccaaa 


ttaaaatcac 


acctggattc 


aagatttatt 


attctttgct 


gaccaactgg 


gaatctgtca 


caagctctat 


aacggatccc 


actctgattg 


cggatgctct 


ggaagatctg 


ctcaagtact 


tcaatccaga 


tctggacacc 


cctcggtatc 


gaggcaggtc 


ggataggctc 


aatgatgatg 


ccaagcgtta 


tataagagaa 


gagctgaagt 


tggccaatgt 


gcgctgtgga 


ggaaattgtg 


gctgtggaac 


agggaaaacc 


gtgaaaaagt 


atcatgaggt 


gaggggtaga 


gctaagacca 


tggctctagt 


tgattgtatc 


tgcagctcaa 


gaccacctcg 


cctgaaagaa 


cctttagttt 


aaggagggtg 


aaacttacta 


ctagcctgca 


atgcaatgaa 


ttgttaatgc 


catggcaagt 


agaaaggtat 


attgcattta 


ataatagtgt 


ttgaggttat 


atgt ctatgt 


g u a u a t. a y a. u 




cttacatatg 


tttgagttag 


actcttaaaa 


tatgaaacat 


gtctttagaa 


aatttaggag 


aacaattttg 


aatcttgctc 


tcttaaagaa 



attatatcag cgcagggcgg cgcggcgtcg 12 0 
gagcgacgct gtctctagtc gctgatccca 180 
aatctgcgca aacttttgca gctgtcggga 240 
caaagctttg cgcaacgcca acctcaggcg 300 
ccgaagagat gagaccatcc aggtgaaagg 360 
gaacagctac cccaggaacc tgctcctgac 420 
gatacagcta gtgtttgaca atcagtttgg 480 
gtatgatttt gtggaagttg aagatatatc 540 
gtgtggacac aaggaagttc ctccaaggat 600 
attcaagtcc gatgactact ttgtggctaa 660 
ggaagatttc caacccgcag cagcttcaga 720 
ttcaggggta tcctataact ctccatcagt 780 
ggacaaaaaa attgcagaat ttgatacagt 840 
gtcatggcaa gaagatcttg agaatatgta 900 
ataccatgac cggaagtcaa aagttgacct 960 
cagttgcact cccaggaatt actcggtcaa 1020 
ggtcttcttt ccacgttgcc tcctcgtgca 1080 
tgtcaactgg aggtcctgca catgcaattc 1140 
attacagttt gagcctggcc acatcaagag 1200 
tgacatccag ttggatcacc atgaacgatg 1260 
ataagagaat gtgcacatcc ttacattaag 1320 
agataagaga cccttttcct accagcaacc 1380 
cacaagtggt tgctgagtct cagccttgct 1440 
atcatcaact tctataccta agaatatagg 1500 
atatgcacaa acacacacag aaatatattc 1560 
ttttggtata tataaccagg tacaccagag 1620 
tcctttgcca aaataaggga tggtcaaata 1680 
ataaatttat ttttaaattt tgaaacacaa 1740 
agcatcttgt atattaaaaa tcaaaagatg 1800 
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aggctttctt acatatacat cttagttg 



1828 



<210> 4 
<211> 370 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met His Arg Leu lie Phe Val Tyr Thr Leu lie Cys Ala Asn Phe Cys 
15 10 15 

Ser Cys Arg Asp Thr Ser Ala Thr Pro Gin Ser Ala Ser lie Lys Ala 
20 25 30 

Leu Arg Asn Ala Asn Leu Arg Arg Asp Glu Ser Asn His Leu Thr Asp 
35 40 45 

Leu Tyr Arg Arg Asp Glu Thr lie Gin Val Lys Gly Asn Gly Tyr Val 
50 55 60 

Gin Ser Pro Arg Phe Pro Asn Ser Tyr Pro Arg Asn Leu Leu Leu Thr 
65 70 75 80 

Trp Arg Leu His Ser Gin Glu Asn Thr Arg lie Gin Leu Val Phe Asp 
85 90 95 

Asn Gin Phe Gly Leu Glu Glu Ala Glu Asn Asp lie Cys Arg Tyr Asp 
100 105 110 

Phe Val Glu Val Glu Asp He Ser Glu Thr Ser Thr He He Arg Gly 
115 120 125 

Arg Trp Cys Gly His Lys Glu Val Pro Pro Arg He Lys Ser Arg Thr 
130 135 140 

Asn Gin He Lys He Thr Phe Lys Ser Asp Asp Tyr Phe Val Ala Lys 
145 150 155 160 

Pro Gly Phe Lys He Tyr Tyr Ser Leu Leu Glu Asp Phe Gin Pro Ala 
165 170 175 

Ala Ala Ser Glu Thr Asn Trp Glu Ser Val Thr Ser Ser He Ser Gly 
180 185 190 

Val Ser Tyr Asn Ser Pro Ser Val Thr Asp Pro Thr Leu He Ala Asp 
195 200 205 

Ala Leu Asp Lys Lys He Ala Glu Phe Asp Thr Val Glu Asp Leu Leu 
210 215 220 

Lys Tyr Phe Asn Pro Glu Ser Trp Gin Glu Asp Leu Glu Asn Met Tyr 
225 230 235 240 

Leu Asp Thr Pro Arg Tyr Arg Gly Arg Ser Tyr His Asp Arg Lys Ser 
245 250 255 
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Lys Val Asp Leu Asp Arg Leu Asn Asp Asp Ala Lys Arg Tyr Ser Cys 
260 265 270 

Thr Pro Arg Asn Tyr Ser Val Asn lie Arg Glu Glu Leu Lys Leu Ala 
275 280 285 

Asn Val Val Phe Phe Pro Arg Cys Leu Leu Val Gin Arg Cys Gly Gly 
290 295 300 

Asn Cys Gly Cys Gly Thr Val Asn Trp Arg Ser Cys Thr Cys Asn Ser 
305 310 315 320 

Gly Lys Thr Val Lys Lys Tyr His Glu Val Leu Gin Phe Glu Pro Gly 
325 330 335 

His lie Lys Arg Arg Gly Arg Ala Lys Thr Met Ala Leu Val Asp lie 
340 345 350 

Gin Leu Asp His His Glu Arg Cys Asp Cys lie Cys Ser Ser Arg Pro 
355 360 365 

Pro Arg 
370 

<210> 5 

<211> 1587 

<212> DNA 

<213> Homo sapiens 

<400> 5 

agaggctctc aaattagatc aagaaatgcc tttaacagaa gtgaagagtg aacctgctcc 60 
tgacatggcg gcttcactct caggagaata cacggataca gctagtgttt gacaatcagt 120 
ttggattaga ggaagcagaa aatgatatct gtaggtatga ttttgtggaa gttgaagata 180 
tatccgaaac cagtaccatt attagaggac gatggtgtgg acacaaggaa gttcctccaa 240 
ggataaaatc aagaacgaac caaattaaaa tcacattcaa gtccgatgac tactttgtgg 3 00 
ctaaacctgg attcaagatt tattattctt tgctggaaga tttccaaccc gcagcagctt 360 
cagagaccaa ctgggaatct gtcacaagct ctatttcagg ggtatcctat aactctccat 420 
cagtaacgga tcccactctg attgcggatg ctctggacaa aaaaattgca gaatttgata 480 
cagtggaaga tctgctcaag tacttcaatc cagagtcatg gcaagaagat cttgagaata 54 0 
tgtatctgga cacccctcgg tatcgaggca ggtcatacca tgaccggaag tcaaaagttg 600 
acctggatag gctcaatgat gatgccaagc gttacagttg cactcccagg aattactcgg 660 
tcaatataag agaagagctg aagttggcca atgtggtctt ctttccacgt tgcctcctcg 720 
tgcagcgctg tggaggaaat tgtggctgtg gaactgtcaa ctggaggtcc tgcacatgca 780 
attcagggaa aaccgtgaaa aagtatcatg aggtattaca gtttgagcct ggccacatca 84 0 
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agaggagggg tagagctaag accatggctc tagttgacat ccagttggat caccatgaac 900 

gatgtgattg tatctgcagc tcaagaccac ctcgataaga gaatgtgcac atccttacat 960 

taagcctgaa agaaccttta gtttaaggag ggtgagataa gagacccttt tcctaccagc 1020 

aaccaaactt actactagcc tgcaatgcaa tgaacacaag tggttgctga gtctcagcct 1080 

tgctttgtta atgccatggc aagtagaaag gtatatcatc aacttctata cctaagaata 1140 

taggattgca tttaataata gtgtttgagg ttatatatgc acaaacacac acagaaatat 1200 

attcatgtct atgtgtatat agatcaaatg ttttttttgg tatatataac caggtacacc 1260 

agagcttaca tatgtttgag ttagactctt aaaatccttt gccaaaataa gggatggtca 1320 

aatatatgaa acatgtcttt agaaaattta ggagataaat ttatttttaa attttgaaac 1380 

acaaaacaat tttgaatctt gctctcttaa agaaagcatc ttgtatatta aaaatcaaaa 1440 

gatgaggctt tcttacatat acatcttagt tgattattaa aaaaggaaaa atatggtttc 1500 

cagagaaaag gccaatacct aagcattttt tccatgagaa gcactgcata cttacctatg 1560 

tggactataa taacctgtct ccaaaac 1587 

<210> 6 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Tyr Leu Asp Thr Pro Arg Tyr Arg Gly Arg Ser Tyr His Asp Arg 
15 10 15 

Lys Ser Lys Val Asp Leu Asp Arg Leu Asn Asp Asp Ala Lys Arg Tyr 
20 25 30 

Ser Cys Thr Pro Arg Asn Tyr Ser Val Asn lie Arg Glu Glu Leu Lys 
35 40 45 

Leu Ala Asn Val Val Phe Phe Pro Arg Cys Leu Leu Val Gin Arg Cys 
50 55 60 

Gly Gly Asn Cys Gly Cys Gly Thr Val Asn Trp Arg Ser Cys Thr Cys 
65 70 75 80 

Asn Ser Gly Lys Thr Val Lys Lys Tyr His Glu Val Leu Gin Phe Glu 
85 90 95 

Pro Gly His lie Lys Arg Arg Gly Arg Ala Lys Thr Met Ala Leu Val 
100 105 110 

Asp lie Gin Leu Asp His His Glu Arg Cys Asp Cys lie Cys Ser Ser 
115 120 125 
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Arg Pro Pro Arg 
130 

<210> 7 
<211> 1113 
<212> DNA 

<213> Homo sapiens 
<400> 7 

atgcaacggc tcgttttagt ctccattctc ctgtgcgcga actttagctg ctatccggac 60 

acttttgcga ctccgcagag agcatccatc aaagctttgc gcaatgccaa cctcaggaga 120 

gatgagagca atcacctcac agacttgtac cagagagagg agaacattca ggtgacaagc 180 

aatggccatg tgcagagtcc tcgcttcccg aacagctacc caaggaacct gcttctgaca 240 

tggtggctcc gttcccagga gaaaacacgg atacaactgt cctttgacca tcaattcgga 300 

ctagaggaag cagaaaatga catttgtagg tatgactttg tggaagttga agaagtctca 3 60 

gagagcagca ctgttgtcag aggaagatgg tgtggccaca aggagatccc tccaaggata 420 

acgtcaagaa caaaccagat taaaatcaca tttaagtctg atgactactt tgtggcaaaa 480 

cctggattca agatttatta ttcatttgtg gaagatttcc aaccggaagc agcctcagag 540 

accaactggg aatcagtcac aagctctttc tctggggtgt cctatcactc tccatcaata 600 

acggacccca ctctcactgc tgatgccctg gacaaaactg tcgcagaatt cgataccgtg 660 

gaagatctac ttaagcactt caatccagtg tcttggcaag atgatctgga gaatttgtat 720 

ctggacaccc ctcattatag aggcaggtca taccatgatc ggaagtccaa agtggacctg 780 

gacaggctca atgatgatgt caagcgttac agttgcactc ccaggaatca ctctgtgaac 840 

ctcagggagg agctgaagct gaccaatgca gtcttcttcc cacgatgcct cctcgtgcag 900 

cgctgtggtg gcaactgtgg ttgcggaact gtcaactgga agtcctgcac atgcagctca 960 

gggaagacag tgaagaagta tcatgaggta ttgaagtttg agcctggaca tttcaagaga 1020 

aggggcaaag ctaagaatat ggctcttgtt gatatccagc tggatcatca tgagcgatgt 1080 

gactgtatct gcagctcaag accacctcga taa 1113 

<210> 8 
<211> 370 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Gin Arg Leu Val Leu Val Ser lie Leu Leu Cys Ala Asn Phe Ser 
15 10 15 
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Cys Tyr Pro Asp Thr Phe Ala Thr Pro Gin Arg Ala Ser lie Lys Ala 
20 25 30 



Leu Arg Asn Ala Asn Leu Arg Arg Asp Glu Ser Asn His Leu Thr Asp 
35 40 45 

Leu Tyr Gin Arg Glu Glu Asn lie Gin Val Thr Ser Asn Gly His Val 
50 55 60 

Gin Ser Pro Arg Phe Pro Asn Ser Tyr Pro Arg Asn Leu Leu Leu Thr 
65 70 75 80 

Trp Trp Leu Arg Ser Gin Glu Lys Thr Arg lie Gin Leu Ser Phe Asp 
85 90 95 

His Gin Phe Gly Leu Glu Glu Ala Glu Asn Asp lie Cys Arg Tyr Asp 
100 105 110 

Phe Val Glu Val Glu Glu Val Ser Glu Ser Ser Thr Val Val Arg Gly 
115 120 125 

Arg Trp Cys Gly His Lys Glu lie Pro Pro Arg lie Thr Ser Arg Thr 
130 135 140 

Asn Gin lie Lys lie Thr Phe Lys Ser Asp Asp Tyr Phe Val Ala Lys 
145 150 155 160 

Pro Gly Phe Lys lie Tyr Tyr Ser Phe Val Glu Asp Phe Gin Pro Glu 
165 170 175 

Ala Ala Ser Glu Thr Asn Trp Glu Ser Val Thr Ser Ser Phe Ser Gly 
180 185 190 

Val Ser Tyr His Ser Pro Ser lie Thr Asp Pro Thr Leu Thr Ala Asp 
195 200 205 

Ala Leu Asp Lys Thr Val Ala Glu Phe Asp Thr Val Glu Asp Leu Leu 
210 215 220 

Lys His Phe Asn Pro Val Ser Trp Gin Asp Asp Leu Glu Asn Leu Tyr 
225 230 235 240 

Leu Asp Thr Pro His Tyr Arg Gly Arg Ser Tyr His Asp Arg Lys Ser 
245 250 255 

Lys Val Asp Leu Asp Arg Leu Asn Asp Asp Val Lys Arg Tyr Ser Cys 
260 265 270 

Thr Pro Arg Asn His Ser Val Asn Leu Arg Glu Glu Leu Lys Leu Thr 
275 280 285 

Asn Ala Val Phe Phe Pro Arg Cys Leu Leu Val Gin Arg Cys Gly Gly 
290 295 300 

Asn Cys Gly Cys Gly Thr Val Asn Trp Lys Ser Cys Thr Cys Ser Ser 
305 310 315 320 
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Gly Lys Thr Val Lys Lys Tyr His Glu Val Leu Lys Phe Glu Pro Gly 
325 330 335 

His Phe Lys Arg Arg Gly Lys Ala Lys Asn Met Ala Leu Val Asp lie 
340 345 350 

Gin Leu Asp His His Glu Arg Cys Asp Cys lie Cys Ser Ser Arg Pro 
355 360 365 

Pro Arg 
370 

<210> 9 

<211> 898 

<212> DNA 

<213> Homo sapiens 

<400> 9 



atgcaacggc 


tcgttttagt 


ctccattctc 


ctgtgcgcga 


actttagctg 


ctatccggac 


60 


acttttgcga 


ctccgcagag 


agcatccatc 


aaagctttgc 


geaatgecaa 


cctcaggaga 


120 


cta t* era era err* a 
y c*. i_ y o. y ci y ^ c* 




c*. y c*. i~ u. y i_ d 


c a era era era crcr 
^ ciy ay a y a y y 


Cl y Cl Cl CL L L. Lu 


y y y q. ^— ex a y 


180 


aatggccatg 


tgcagagtcc 


tcgcttcccg 


aacagctacc 


caaggaacct 


gcttctgaca 


240 


tggtggctcc 


gttcccagga 


gaaaacacgg 


atacaactgt 


cctttgacca 


teaattegga 


300 


ctagaggaag 


cagaaaatga 


catttgtagg 


tatgactttg 


tggaagttga 


agaagtctca 


360 


gagagcagca 


ctgttgtcag 


aggaagatgg 


tgtggccaca 


aggagatccc 


tccaaggata 


420 


acgtcaagaa 


caaaccagat 


taaaatcaca 


tttaagtctg 


atgactactt 


tgtggcaaaa 


480 


cctggattca 


agatttatta 


ttcatttgtg 


gaagatttcc 


aaceggaage 


agectcagag 


540 


accaactggg 


aatcagtcac 


aagctctttc 


tctggggtgt 


cctatcactc 


tccatcaata 


600 


acggacccca 


ctctcactgc 


tgatgccctg 


gacaaaactg 


tegcagaatt 


egatacegtg 


660 


gaagatctac 


ttaagcactt 


caatccagtg 


tcttggcaag 


atgatctgga 


gaatttgtat 


720 


ctggacaccc 


ctcattatag 


aggcaggtca 


taccatgatc 


ggaagtccaa 


aggtattgaa 


780 


gtttgagcct 


ggacatttca 


agagaagggg 


caaagctaag 


aatatggctc 


ttgttgatat 


840 


ccagctggat 


catcatgagc 


gatgtgactg 


tatctgeage 


tcaagaccac 


ctcgataa 


898 



<210> 10 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Gin Arg Leu Val Leu Val Ser lie Leu Leu Cys Ala Asn Phe Ser 
15 10 15 
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Cys Tyr Pro Asp Thr Phe Ala Thr Pro Gin Arg Ala Ser lie Lys Ala 
20 25 30 



Leu Arg Asn Ala Asn Leu Arg Arg Asp Glu Ser Asn His Leu Thr Asp 
35 40 45 

Leu Tyr Gin Arg Glu Glu Asn lie Gin Val Thr Ser Asn Gly His Val 
50 55 60 

Gin Ser Pro Arg Phe Pro Asn Ser Tyr Pro Arg Asn Leu Leu Leu Thr 
65 70 75 80 

Trp Trp Leu Arg Ser Gin Glu Lys Thr Arg lie Gin Leu Ser Phe Asp 
85 90 95 

His Gin Phe Gly Leu Glu Glu Ala Glu Asn Asp lie Cys Arg Tyr Asp 
100 105 110 

Phe Val Glu Val Glu Glu Val Ser Glu Ser Ser Thr Val Val Arg Gly 
115 120 125 

Arg Trp Cys Gly His Lys Glu lie Pro Pro Arg lie Thr Ser Arg Thr 
130 135 140 

Asn Gin lie Lys lie Thr Phe Lys Ser Asp Asp Tyr Phe Val Ala Lys 
145 150 155 160 

Pro Gly Phe Lys lie Tyr Tyr Ser Phe Val Glu Asp Phe Gin Pro Glu 
165 170 175 

Ala Ala Ser Glu Thr Asn Trp Glu Ser Val Thr Ser Ser Phe Ser Gly 
180 185 190 

Val Ser Tyr His Ser Pro Ser lie Thr Asp Pro Thr Leu Thr Ala Asp 
195 200 205 

Ala Leu Asp Lys Thr Val Ala Glu Phe Asp Thr Val Glu Asp Leu Leu 
210 215 220 

Lys His Phe Asn Pro Val Ser Trp Gin Asp Asp Leu Glu Asn Leu Tyr 
225 230 235 240 

Leu Asp Thr Pro His Tyr Arg Gly Arg Ser Tyr His Asp Arg Lys Ser 
245 250 255 

Lys Gly He Glu Val 
260 

<210> 11 
<211> 462 
<212> DNA 

<213> Homo sapiens 
<400> 11 

atgcaccggc tcatcttgtt ctacactcta atctgcgcaa acttttgcag ctgtcgggac 60 
acttctgcaa ccccgcagag cgcatccatc aaagctttgc gcaacgccaa cctcaggcga 120 

10 



gatgttgacc tggataggct caatgatgat gccaagcgtt acagttgcac tcccaggaat 180 

tactcggtca atataagaga agagctgaag ttggccaatg tggtcttctt tccacgttgc 240 

ctcctcgtgc agcgctgtgg aggaaattgt ggctgtggaa ctgtcaactg gaggtcctgc 300 

acatgcaatt cagggaaaac cgtgaaaaag tatcatgagg tattacagtt tgagcctggc 360 

cacatcaaga ggaggggtag agctaagacc atggctctag ttgacatcca gttggatcac 42 0 

catgaacgat gcgattgtat ctgcagctca agaccacctc ga 462 

<210> 12 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met His Arg Leu lie Leu Phe Tyr Thr Leu lie Cys Ala Asn Phe Cys 
15 10 15 

Ser Cys Arg Asp Thr Ser Ala Thr Pro Gin Ser Ala Ser lie Lys Ala 
20 25 30 

Leu Arg Asn Ala Asn Leu Arg Arg Asp Val Asp Leu Asp Arg Leu Asn 
35 40 45 

Asp Asp Ala Lys Arg Tyr Ser Cys Thr Pro Arg Asn Tyr Ser Val Asn 
50 55 60 

lie Arg Glu Glu Leu Lys Leu Ala Asn Val Val Phe Phe Pro Arg Cys 
65 70 75 80 

Leu Leu Val Gin Arg Cys Gly Gly Asn Cys Gly Cys Gly Thr Val Asn 
85 90 95 

Trp Arg Ser Cys Thr Cys Asn Ser Gly Lys Thr Val Lys Lys Tyr His 
100 105 110 

Glu Val Leu Gin Phe Glu Pro Gly His lie Lys Arg Arg Gly Arg Ala 
115 120 125 

Lys Thr Met Ala Leu Val Asp lie Gin Leu Asp His His Glu Arg Cys 
130 135 140 

Asp Cys lie Cys Ser Ser Arg Pro Pro Arg 
145 150 

<210> 13 
<211> 415 
<212> DNA 

<213> Homo sapiens 
<400> 13 

atgcaccggc tcatctttgt ctacactcta atctgcgcaa acttttgcag ctgtcgggac 60 
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acttctgcaa 


ccccgcagag 


cgcatccatc 


aaagctttgc 


gcaacgccaa 


cctcaggcga 


120 


gatgagagca 


atcacctcac 


agacttgtac 


cgaagagatg 


agaccatcca 


ggtgaaagga 


180 


aacggctacg 


tgcagagtcc 


tagattcccg 


aacagctacc 


ccaggaacct 


gctcctgaca 


240 


tggcggcttc 


actctcagga 


gaatacacgg 


atacagctag 


tgtttgacaa 


tcagtttgga 


300 


ttagaggaag 


cagaaaatga 


tatctgtagg 


tagagctaag 


accatggctc 


tagttgacat 


360 


ccagttggat 


caccatgaac 


gatgcgattg 


tatctgcagc 


tcaagaccac 


ctcga 


415 


<210> 14 
<211> 110 
<212> PRT 
<213> Homo 


sapiens 













<400> 14 

Met His Arg Leu lie Phe Val Tyr Thr Leu lie Cys Ala Asn Phe Cys 
15 10 15 

Ser Cys Arg Asp Thr Ser Ala Thr Pro Gin Ser Ala Ser lie Lys Ala 
20 25 30 

Leu Arg Asn Ala Asn Leu Arg Arg Asp Glu Ser Asn His Leu Thr Asp 
35 40 45 

Leu Tyr Arg Arg Asp Glu Thr lie Gin Val Lys Gly Asn Gly Tyr Val 
50 55 60 

Gin Ser Pro Arg Phe Pro Asn Ser Tyr Pro Arg Asn Leu Leu Leu Thr 
65 70 75 80 

Trp Arg Leu His Ser Gin Glu Asn Thr Arg lie Gin Leu Val Phe Asp 
85 90 95 

Asn Gin Phe Gly Leu Glu Glu Ala Glu Asn Asp lie Cys Arg 
100 105 110 



<210> 15 
<211> 38 
<212> DNA 

<213> Homo sapiens 
<400> 15 

ctcgtcagat ctccaccatg gctcccttag ccgaagtc 38 

<210> 16 
<211> 34 
<212> DNA 

<213> Homo sapiens 
<400> 16 

ctcgtcctcg agagtgtaca tcagtaggtc cttg 34 
<210> 17 



12 



<211> 30 
<212> DNA 

<213> Homo sapiens 
<400> 17 

ctcgtcctcg agggtaagcc tatccctaac 30 

<210> 18 
<211> 31 
<212> DNA 

<213> Homo sapiens 
<400> 18 

ctcgtcgggc ccctgatcag cgggtttaaa c 31 

<210> 19 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<400> 19 

catggtcagc ctac 14 

<210> 20 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<400> 20 

tcgagtaggc tgac 14 

<210> 21 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 21 

ctcgtcgaat tcaccccgca gagcgcatcc atcaaagc 38 

<210> 22 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 22 

ctcgtcctcg agtcgaggtg gtcttgagct gcagataca 3 9 

<210> 23 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ggacgatggt gtggacacaa g 21 

<210> 24 
<211> 21 



13 



<212> DNA 

<213> Homo sapiens 
<400> 24 

cttgtgtcca caccatcgtc c 21 

<210> 25 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 25 

tatcgaggca ggtcatacca t 21 

<210> 26 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 26 

atggtatgac ctgcctcgat a 21 

<210> 27 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<400> 27 

catggtcagc ctac 14 

<210> 28 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<400> 28 

tcgagtaggc tgac 14 
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